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<150> 60/312, 902 
<151> 2001-08-16 

<150> 60/257,876 
<151> 2000-12-21 



<150> 60/260,718 
<151> 2001-01-10 



<150> 60/284,591 
<151> 2001-04-18 



<160> 40 



<170> Patentln Ver. 2.1 



<210> 1 

<211> 976 

<212> DNA 

<213> Homo sapiens 



<400> 1 

cttctgaatg ggccagccca aaaactcttc tgtgacagag tttatcctcg aaggcttaac 60 
ccaccagccg ggactgcgga tccccctctt cttcctgttt ctgggtttct acacggtcac 120 
cgtggtgggg aacctgggct tgataaccct gattgggctg aactctcacc tgcacactcc 180 
catgtacttc ttccttttta acctctcttt aatagatttc tgtttctcca ctaccatcac 240 
tcccaaaatg ctgatgagtt ttgtctcaag gaagaacatc atttccttca cagggtgtat 300 
gactcagctc ttcttcttct gcttctttgt cgtctctgag tccttcatcc tgtcagcgat 360 
ggcgtatgac cgctacgtgg ccatctgtaa cccactgttg tacacagtca ccatgtcttg 420 
ccaggtgtgt ttgctccttt tgttgggtgc ctatgggatg gggtttgctg gggccatggc 480 
ccacacagga agcataatga acctgacctt ctgtgctgac aaccttgtca atcatttcat 540 
gtgtgacatc cttcctctcc ttgagctctc ctgcaacagc tcttacatga atgagctggt 600 
ggtctttatt gtggtggctg ttgacgttgg aatgcccatt gtcactgtct ttatttctta 660 
tgccctcatc ctctccagca ttctacacaa cagttctaca gaaggcaggt ccaaagcctt 720 
tagtacttgc agttcccaca taattgtagt ttctcttttc tttggttctg gtgctttcat 780 
gtatctcaaa cccctttcca tcctgcccct cgagcaaggg aaagtgtcct ccctgttcta 840 
taccataata gtccccgtgt taaacccatt aatctatagc ttgaggaaca aggatgtcaa 900 
agttgccctg aggagaactt tgggcagaaa aatcttttct taagaaagca ggatggctaa 960 
agggcacttg gggaag 976 



<210> 2 
<211> 311 
<212> PRT 

<213> Homo sapiens 
<400> 2 



2 



Met Gly Gin Pro Lys Asn Ser Ser Val Thr Glu Phe lie Leu Glu Gly 
15 10 15 



Leu Thr His Gin Pro Gly Leu Arg lie Pro Leu Phe Phe Leu Phe Leu 
20 25 30 

Gly Phe Tyr Thr Val Thr Val Val Gly Asn Leu Gly Leu He Thr Leu 
35 40 45 

He Gly Leu Asn Ser His Leu His Thr Pro Met Tyr Phe Phe Leu Phe 
50 55 60 

Asn Leu Ser Leu He Asp Phe Cys Phe Ser Thr Thr He Thr Pro Lys 
65 70 75 80 

Met Leu Met Ser Phe Val Ser Arg Lys Asn He He Ser Phe Thr Gly 
85 90 95 

Cys Met Thr Gin Leu Phe Phe Phe Cys Phe Phe Val Val Ser Glu Ser 
100 105 110 

Phe He Leu Ser Ala Met Ala Tyr Asp Arg Tyr Val Ala He Cys Asn 
115 120 125 

Pro Leu Leu Tyr Thr Val Thr Met Ser Cys Gin Val Cys Leu Leu Leu 
130 135 140 

Leu Leu Gly Ala Tyr Gly Met Gly Phe Ala Gly Ala Met Ala His Thr 
145 150 155 160 

Gly Ser He Met Asn Leu Thr Phe Cys Ala Asp Asn Leu Val Asn His 
165 170 175 

Phe Met Cys Asp lie Leu Pro Leu Leu Glu Leu Ser Cys Asn Ser Ser 
180 185 190 

Tyr Met Asn Glu Leu Val Val Phe He Val Val Ala Val Asp Val Gly 
195 200 205 

Met Pro He Val Thr Val Phe He Ser Tyr Ala Leu He Leu Ser Ser 
210 215 220 

He Leu His Asn Ser Ser Thr Glu Gly Arg Ser Lys Ala Phe Ser Thr 
225 230 235 240 



Cys Ser Ser His lie lie Val Val Ser Leu Phe Phe Gly Ser Gly Ala 
245 250 255 
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Phe Met Tyr Leu Lys Pro Leu Ser 
260 

Val Ser Ser Leu Phe Tyr Thr He 
275 280 

He Tyr Ser Leu Arg Asn Lys Asp 
290 295 

Leu Gly Arg Lys He Phe Ser 
305 310 



He Leu Pro Leu Glu Gin Gly Lys 
265 270 

He Val Pro Val Leu Asn Pro Leu 
285 

Val Lys Val Ala Leu Arg Arg Thr 
300 



<210> 3 

<211> 963 

<212> DNA 

<213> Homo sapiens 

<400> 3 

gaaattatga gaagaaaccg tacattggtg actgagttca ttctcctggg actggccaat 60 
cactgggaat tacagatttt cctcttcacg ctgtttctca ccatttacat ggtcacggtg 120 
gcaggaaatc ttggcatgat tgccctcatc caggccaacc cccggctcca cacgcccatg 180 
tactttttcc tgagcaactt atcctttgtg gatctgtgct tctcttccaa tgtgactcca 240 
aggatgctgg agattttcct ttcagagaag aaaagcattt cctatcctgc ccgtcttgtg 300 
cagtgttacc tttttatcac cttggtccac gttgagctct acatcctggc tgtgatggcc 360 
tttgaccggt acatggccat ctgcaaccct ctgctttatg gcagcagaat gtccaagagc 420 
gtgtgctctt tcctcatcac agtgctttat gtgtatggag cactcactgg cctgatggag 480 
actatgtgga cctacaacct agccttctgt ggccccagtg aaattaatca cttctactgt 540 
gtggacccac cactgattaa gctggcttgt tctgacacct acaacaagga ggtgtcaatg 600 
tttgttgtgg ctggtttcaa cttcacttat cctctcctta tcatcctcat ttcctatctc 660 
tacatatttc ctgccaccct aaggatctgc tctacagaag gcaggcacaa agctttttct 720 
acctgtggct cccatctgac agccgttact attttctatt cagctctttt cttcatgtat 780 
ctcagacgtc catcagaaga gtccatggag caggggaaaa tggtagctgt attttatacc 840 
actgtaatcc ccatgttgaa tcccatgatc tacagtctga ggaacaaaga tgtgaaagag 900 
gcattatgca aagaactgtt caaaagaaaa ttgttttcta aataaacatt actactgatt 960 
ttt 963 



<210> 4 
<211> 312 
<212> PRT 

<213> Homo sapiens 
<400> 4 

Met Arg Arg Asn Arg Thr Leu Val Thr Glu Phe He Leu Leu Gly Leu 
15 10 15 

Ala Asn His Trp Glu Leu Gin He Phe Leu Phe Thr Leu Phe Leu Thr 
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20 



25 



30 



He Tyr Met Val Thr Val Ala Gly Asn Leu Gly Met He Ala Leu He 
35 40 45 

Gin Ala Asn Pro Arg Leu His Thr Pro Met Tyr Phe Phe Leu Ser Asn 
50 55 60 

Leu Ser Phe Val Asp Leu Cys Phe Ser Ser Asn Val Thr Pro Arg Met 
65 70 75 80 

Leu Glu He Phe Leu Ser Glu Lys Lys Ser He Ser Tyr Pro Ala Arg 
85 90 95 

Leu Val Gin Cys Tyr Leu Phe He Thr Leu Val His Val Glu Leu Tyr 
100 105 110 

He Leu Ala Val Met Ala Phe Asp Arg Tyr Met Ala He Cys Asn Pro 
115 120 125 

Leu Leu Tyr Gly Ser Arg Met Ser Lys Ser Val Cys Ser Phe Leu He 
130 135 140 

Thr Val Leu Tyr Val Tyr Gly Ala Leu Thr Gly Leu Met Glu Thr Met 
145 150 155 160 

Trp Thr Tyr Asn Leu Ala Phe Cys Gly Pro Ser Glu lie Asn His Phe 
165 170 175 

Tyr Cys Val Asp Pro Pro Leu He Lys Leu Ala Cys Ser Asp Thr Tyr 
180 185 190 

Asn Lys Glu Val Ser Met Phe Val Val Ala Gly Phe Asn Phe Thr Tyr 
195 200 205 

Pro Leu Leu He He Leu lie Ser Tyr Leu Tyr lie Phe Pro Ala Thr 
210 215 220 

Leu Arg He Cys Ser Thr Glu Gly Arg His Lys Ala Phe Ser Thr Cys 
225 230 235 240 

Gly Ser His Leu Thr Ala Val Thr He Phe Tyr Ser Ala Leu Phe Phe 
245 250 255 

Met Tyr Leu Arg Arg Pro Ser Glu Glu Ser Met Glu Gin Gly Lys Met 
260 265 270 



Val Ala Val Phe Tyr Thr Thr Val He Pro Met Leu Asn Pro Met He 
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275 



280 



285 



Tyr Ser Leu Arg Asn Lys Asp Val Lys Glu Ala Leu Cys Lys Glu Leu 
290 295 300 

Phe Lys Arg Lys Leu Phe Ser Lys 
305 310 



<210> 5 
<211> 964 
<212> DNA 
<213> Homo sapiens 

<400> 5 

catggaaagg ggaaattgga 
cagagccctt gggggcct cc 
ccttattatt atcctgattc 
cagcaatctc tctttcagtg 
gggcttcccg tcggaaagga 
ctattttctt tccggatgca 
tgtggccatt tgcagtcctc 
cctcgtcatc ctctcctggg 
ggcaggactg ccacactgtg 
tctcctccac ctggcctgtg 
actggtcctg atcctcagct 
caccattctg aagataccct 
tcacttcacg gtggtctccg 
acagaagagc agcctgcacc 
cctcctgaat cccttcgtct 
cgcctcggcc ggaggacaga 
gaat 

<210> 6 
<211> 315 
<212> PRT 

<213> Homo sapiens 
<400> 6 

Met Glu Arg Gly Asn Trp Thr Leu Val Thr Glu Phe He Leu Val Gly 
15 10 15 

He Pro Thr Thr Arg Ala Leu Gly Gly Leu Leu Phe Leu Ser Ala Tyr 
20 25 30 

Leu Val Thr Val Leu Gly Asn Thr Leu He He He Leu He Leu Val 
35 40 45 
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cattggtgac tgagtttatt 
tctttttatc agcctatttg 
ttgtggatta caggctccac 
aaacattaac cataacctgt 
agagcatcac aagtggcgaa 
ctgagtttat tccttttgct 
ttcagtaccc tgcaattatg 
tgggtggctt tctcctcatg 
gtcccaacgt gattgagcac 
ctgacattcg tgctattgag 
ccctctcact cacagtggtc 
caggccaagg tcaacgcaaa 
tgggctatgg gatctccatc 
tcaacaagat cctctttatc 
tcagtctgtg gaatgaaccc 
gcttgctcaa aggggtaagg 



cttgtgggga taccaaccac 60 
gtgacagtcc ttggaaacac 120 
tcacccatgt atttcttcct 180 
gctgttccta agatgctgga 240 
tgctctgcac agtcctattt 300 
gtcatgtcct atgaccgcta 360 
accagctcac tctgtgccca 420 
ctcccatcca ccatcctcaa 480 
tttttctgtg acagcgcccc 540 
ctgttggact ttctcagctc 600 
tcctatgttt acatcatctc 660 
gcctttgcca cctgtgcctc 720 
tttgtctatg ttcacccctc 780 
ctctccagca tcatcacacc 840 
atgaaagatg cactgaagga 900 
tccacatgag gattctctga 960 

964 



Asp Tyr Arg Leu His Ser Pro Met Tyr Phe Phe Leu Ser Asn Leu Ser 
50 55 60 



Phe Ser Glu Thr Leu Thr lie Thr Cys Ala Val Pro Lys Met Leu Glu 
65 70 75 80 

Gly Phe Pro Ser Glu Arg Lys Ser lie Thr Ser Gly Glu Cys Ser Ala 
85 90 95 

Gin Ser Tyr Phe Tyr Phe Leu Ser Gly Cys Thr Glu Phe lie Pro Phe 
100 105 110 

Ala Val Met Ser Tyr Asp Arg Tyr Val Ala lie Cys Ser Pro Leu Gin 
115 120 125 

Tyr Pro Ala lie Met Thr Ser Ser Leu Cys Ala His Leu Val lie Leu 
130 135 140 

Ser Trp Val Gly Gly Phe Leu Leu Met Leu Pro Ser Thr lie Leu Lys 
145 150 155 160 

Ala Gly Leu Pro His Cys Gly Pro Asn Val lie Glu His Phe Phe Cys 
165 170 175 

Asp Ser Ala Pro Leu Leu His Leu Ala Cys Ala Asp lie Arg Ala lie 
180 185 190 

Glu Leu Leu Asp Phe Leu Ser Ser Leu Val Leu lie Leu Ser Ser Leu 
195 200 205 

Ser Leu Thr Val Val Ser Tyr Val Tyr lie lie Ser Thr lie Leu Lys 
210 215 220 

lie Pro Ser Gly Gin Gly Gin Arg Lys Ala Phe Ala Thr Cys Ala Ser 
225 230 235 240 

His Phe Thr Val Val Ser Val Gly Tyr Gly He Ser He Phe Val Tyr 
245 250 255 

Val His Pro Ser Gin Lys Ser Ser Leu His Leu Asn Lys He Leu Phe 
260 265 270 

He Leu Ser Ser lie He Thr Pro Leu Leu Asn Pro Phe Val Phe Ser 
275 280 285 



Leu Trp Asn Glu Pro Met Lys Asp Ala Leu Lys Asp Ala Ser Ala Gly 
290 295 300 
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Gly Gin Ser Leu Leu Lys Gly Val Arg Ser Thr 
305 310 315 



<210> 7 
<211> 986 
<212> DNA 

<213> Homo sapiens 
<400> 7 

accaatgcgt ctcataagag atgaagaaat gtccagaaga aactatactg aactgacaga 60 
atttgttctc ttgggtctaa caagccgtcc agagctgcga gttgctttct tggcactgtt 120 
cctttttgtc tacatagcca ctgtggtagg aaacttgggg atgattattt taatcaaagt 180 
tgattctcga cttcacactc ccatggaatt ttttctctcc agtttgtcca ttctagatct 240 
gtgtttctcc acaaatttca ctcccaaaat gctagaaaat ttcttatcag agaagaagac 300 
catttcctat gcaggttgtt tgatgcagtg ctatgttgtc attgctgtgg tccttgcaga 360 
gcactgcatg ttggcagtca tggcatatga ccgctatatg gccatctgta atccattgct 420 
ctacagtagc aaaatgtccc aaggtgtttg tgtccacctg gtcattgtcc cttatgtcta 480 
tggctttctt ctcagtgtga tggaaacctt aaggacctac aacctctcct tctgtggaac 540 
aaatgaaatc aaccatttct actgtgctga tcctcctctt atcaaactgg catgctctga 600 
cacgtacagc aaggagctgt ccatgtacat agtagccggc tacagcaacg tccagtctct 660 
tctgatcatt ctcacatcct acatgttcat ccttgtcgct atcctcagaa gccattctgc 720 
agagggaagg aaaaaagctt tttccacatg tggttcccac ctgacagttg tcacaatctt 780 
ctatggaacc ctcttctgca tgcatttgag acgtcccaca gacgagtccg tggagcaggg 840 
gaaaatggtg gctgtgtttt acaccacagt gatactcatg ctgaactcca tgatctatgg 900 
cctcaggaac aaggatgtga aagaggcgtt gaaaaaagca ataggaaaac aaacattggg 960 
aaaataaaaa tgctaagcta tcatta 986 



<210> 8 
<211> 320 
<212> PRT 

<213> Homo sapiens 
<400> 8 

Met Arg Leu lie Arg Asp Glu Glu Met Ser Arg Arg Asn Tyr Thr Glu 
15 10 15 

Leu Thr Glu Phe Val Leu Leu Gly Leu Thr Ser Arg Pro Glu Leu Arg 
20 25 30 

Val Ala Phe Leu Ala Leu Phe Leu Phe Val Tyr He Ala Thr Val Val 
35 40 45 

Gly Asn Leu Gly Met He He Leu He Lys Val Asp Ser Arg Leu His 
50 55 60 
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Thr Pro Met Glu Phe Phe Leu Ser Ser Leu Ser lie Leu Asp Leu Cys 
65 70 75 80 



Phe Ser Thr Asn Phe Thr Pro Lys Met Leu Glu Asn Phe Leu Ser Glu 
85 90 95 

Lys Lys Thr He Ser Tyr Ala Gly Cys Leu Met Gin Cys Tyr Val Val 
100 105 110 

He Ala Val Val Leu Ala Glu His Cys Met Leu Ala Val Met Ala Tyr 
115 120 125 

Asp Arg Tyr Met Ala He Cys Asn Pro Leu Leu Tyr Ser Ser Lys Met 
130 135 140 

Ser Gin Gly Val Cys Val His Leu Val He Val Pro Tyr Val Tyr Gly 
145 150 155 160 

Phe Leu Leu Ser Val Met Glu Thr Leu Arg Thr Tyr Asn Leu Ser Phe 
165 170 175 

Cys Gly Thr Asn Glu He Asn His Phe Tyr Cys Ala Asp Pro Pro Leu 
180 185 190 

lie Lys Leu Ala Cys Ser Asp Thr Tyr Ser Lys Glu Leu Ser Met Tyr 
195 200 205 

He Val Ala Gly Tyr Ser Asn Val Gin Ser Leu Leu He He Leu Thr 
210 215 220 

Ser Tyr Met Phe He Leu Val Ala He Leu Arg Ser His Ser Ala Glu 
225 230 235 240 

Gly Arg Lys Lys Ala Phe Ser Thr Cys Gly Ser His Leu Thr Val Val 
245 250 255 

Thr He Phe Tyr Gly Thr Leu Phe Cys Met His Leu Arg Arg Pro Thr 
260 265 270 

Asp Glu Ser Val Glu Gin Gly Lys Met Val Ala Val Phe Tyr Thr Thr 
275 280 285 

Val He Leu Met Leu Asn Ser Met He Tyr Gly Leu Arg Asn Lys Asp 
290 295 300 



Val Lys Glu Ala Leu Lys Lys Ala He Gly Lys Gin Thr Leu Gly Lys 
305 310 315 320 
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<210> 9 

<211> 975 

<212> DNA 

<213> Homo sapiens 

<400> 9 

tgcaatgact ggggaaagga acagtacgag aattacaaag ttcattctct tgggattctc 60 
tgaatttcca aagaacccta ttttcctctt ttcaatattc ctagggatct acctcctgac 120 
agtgtcctgg aacataaacc tcatcaccct tatcaggacg gactcccatc tgcatacacc 180 
tatgtacttt ttccttagta atctgtcgtt tctggacatc tgctatgttt ccactatagc 240 
ccccaagatg ctctcagact tcttcaagaa gcataaattc atctccttta tggggtgcag 300 
tatgcagtac tttttcttct ctagcctagg tctaactgag tgctgtcttc tggcagccat 360 
ggcttatgat cgatatgctg ccatttgcaa ccctctgctc tacagggcca tcatgtttcc 420 
caccctctgc gtgcagatgg tggcaggatc ttgtataact ggattcttag gctcatttat 480 
ccaactctgt gccttgcttc agctccattt ctgtgggcca aatgtcatca accatttctt 540 
ctgtgatctg ccccagctgc tgattctatc ctgttctgac acctttttct ttcaagtcat 600 
gacctctgtt ctcacagtga tctttggact cacgtctgtc ttagttatca tgatatctta 660 
tggttatatc attgccacca ttctgaagat cacctcagct gaaggcagag ccaaatcttt 720 
caacacttgt gcttctcacc ttacagcagt gatccttttc tttggctcag gtatctttgt 780 
ttatatgtat cctaatgctg gtgattccct gagccaaaac aagttggcat cagtcttata 840 
cacagttaca atccccatgt taaatccagt gatctacagc ctgaggaaca aggaaatcaa 900 
agatgctcta aacagatgga agaagagaat cttctcctgg tgttatggaa tgaaataatg 960 
gaatttattt cagat 975 



<210> 10 
<211> 317 
<212> PRT 

<213> Homo sapiens 
<400> 10 

Met Thr Gly Glu Arg Asn Ser Thr Arg lie Thr Lys Phe lie Leu Leu 
15 10 15 

Gly Phe Ser Glu Phe Pro Lys Asn Pro lie Phe Leu Phe Ser lie Phe 
20 25 30 

Leu Gly lie Tyr Leu Leu Thr Val Ser Trp Asn lie Asn Leu lie Thr 
35 40 45 

Leu lie Arg Thr Asp Ser His Leu His Thr Pro Met Tyr Phe Phe Leu 
50 55 60 

Ser Asn Leu Ser Phe Leu Asp lie Cys Tyr Val Ser Thr lie Ala Pro 
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65 



70 



75 



80 



Lys Met Leu Ser Asp Phe Phe Lys Lys His Lys Phe He Ser Phe Met 
85 90 95 

Gly Cys Ser Met Gin Tyr Phe Phe Phe Ser Ser Leu Gly Leu Thr Glu 
100 105 HO 

Cys Cys Leu Leu Ala Ala Met Ala Tyr Asp Arg Tyr Ala Ala He Cys 
115 120 125 

Asn Pro Leu Leu Tyr Arg Ala He Met Phe Pro Thr Leu Cys Val Gin 
130 135 140 

Met Val Ala Gly Ser Cys He Thr Gly Phe Leu Gly Ser Phe lie Gin 
145 150 155 160 

Leu Cys Ala Leu Leu Gin Leu His Phe Cys Gly Pro Asn Val He Asn 
165 170 175 

His Phe Phe Cys Asp Leu Pro Gin Leu Leu He Leu Ser Cys Ser Asp 
180 185 190 

Thr Phe Phe Phe Gin Val Met Thr Ser Val Leu Thr Val He Phe Gly 
195 200 205 

Leu Thr Ser Val Leu Val He Met He Ser Tyr Gly Tyr He He Ala 
210 215 220 

Thr He Leu Lys He Thr Ser Ala Glu Gly Arg Ala Lys Ser Phe Asn 
225 230 235 240 

Thr Cys Ala Ser His Leu Thr Ala Val He Leu Phe Phe Gly Ser Gly 
245 250 255 

He Phe Val Tyr Met Tyr Pro Asn Ala Gly Asp Ser Leu Ser Gin Asn 
260 265 270 

Lys Leu Ala Ser Val Leu Tyr Thr Val Thr He Pro Met Leu Asn Pro 
275 280 285 

Val He Tyr Ser Leu Arg Asn Lys Glu He Lys Asp Ala Leu Asn Arg 
290 295 300 



Trp Lys Lys Arg He Phe Ser Trp Cys Tyr Gly Met Lys 
305 310 315 
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<210> 11 
<211> 959 
<212> DNA 

<213> Homo sapiens 
<400> 11 

gctttcacct ccgtggacat ggaagtggga aattgcacca tcctgactga attcatcttg 60 

ttgggtttct cagcagattc ccagtggcag ccgattctat ttggagtgtt tctgatgctc 120 

tatttgataa ccttgtcagg aaacatgacc ttggttatct taatccgaac tgattcccac 180 

ttgcatacac ctatgtactt tttcattggc aatctgtctt ttttggattt ctggtatacc 240 

tctgtgtata cccccaaaat cctggccagt tgtgtctcag aagataagcg catttccttg 300 

gctggatgtg gggctcagct gtttttttcc tgtgttgtag cctacactga atgctatctc 360 

ctggcagcca tggcatatga ccgccatgca gcaatttgta acccattgct ttattcaggt 420 

accatgtcca ccgccctctg tactgggctt gttgctggct cctacatagg aggatttttg 480 

aatgccatag cccatactgc caatacattc cgcctgcatt tttgtggtaa aaatatcatt 540 

gaccactttt tctgtgatgc accaccattg gtaaaaatgt cctgtacaga caccagggtc 600 

tacgaaaaag tcctgcttgg tgtggtgggc ttcacagcac tctccagcat tcttgctatc 660 

ctgatttcct atgtcaacat cctcctggct atcctgagaa tccactcagc ttcaggaaga 720 

cacaaggcat tctccacctg tgcttcccac ctcatctcag tcatgctctt ctatggatca 780 

ttgttgttta tgtattcaag gcctagttcc acctactccc tagagaggga caaagtagct 840 

gctctgttct acaccgtgat caacccactg ctcaaccctc tcatctatag cctgagaaac 900 

aaagatatca aagaggcctt caggaaagca acacagacta tacaaccaca aacatgaag 959 



<210> 12 
<211> 312 
<212> PRT 

<213> Homo sapiens 
<400> 12 

Met Glu Val Gly Asn Cys Thr lie Leu Thr Glu Phe lie Leu Leu Gly 
15 10 15 

Phe Ser Ala Asp Ser Gin Trp Gin Pro lie Leu Phe Gly Val Phe Leu 
20 25 30 

Met Leu Tyr Leu lie Thr Leu Ser Gly Asn Met Thr Leu Val lie Leu 
35 40 45 

lie Arg Thr Asp Ser His Leu His Thr Pro Met Tyr Phe Phe lie Gly 
50 55 60 

Asn Leu Ser Phe Leu Asp Phe Trp Tyr Thr Ser Val Tyr Thr Pro Lys 
65 70 75 80 

lie Leu Ala Ser Cys Val Ser Glu Asp Lys Arg lie Ser Leu Ala Gly 
85 90 95 
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Cys Gly Ala Gin Leu Phe Phe Ser Cys Val Val Ala Tyr Thr Glu Cys 
100 105 110 



Tyr Leu Leu Ala Ala Met Ala Tyr Asp Arg His Ala Ala He Cys Asn 
115 120 125 

Pro Leu Leu Tyr Ser Gly Thr Met Ser Thr Ala Leu Cys Thr Gly Leu 
130 135 140 

Val Ala Gly Ser Tyr He Gly Gly Phe Leu Asn Ala He Ala His Thr 
145 150 155 160 

Ala Asn Thr Phe Arg Leu His Phe Cys Gly Lys Asn He He Asp His 
165 170 175 

Phe Phe Cys Asp Ala Pro Pro Leu Val Lys Met Ser Cys Thr Asp Thr 
180 185 190 

Arg Val Tyr Glu Lys Val Leu Leu Gly Val Val Gly Phe Thr Ala Leu 
195 200 205 

Ser Ser He Leu Ala He Leu He Ser Tyr Val Asn He Leu Leu Ala 
210 215 220 

He Leu Arg He His Ser Ala Ser Gly Arg His Lys Ala Phe Ser Thr 
225 230 235 240 

Cys Ala Ser His Leu He Ser Val Met Leu Phe Tyr Gly Ser Leu Leu 
245 250 255 

Phe Met Tyr Ser Arg Pro Ser Ser Thr Tyr Ser Leu Glu Arg Asp Lys 
260 265 270 

Val Ala Ala Leu Phe Tyr Thr Val He Asn Pro Leu Leu Asn Pro Leu 
275 280 285 

He Tyr Ser Leu Arg Asn Lys Asp He Lys Glu Ala Phe Arg Lys Ala 
290 295 300 



Thr Gin Thr He Gin Pro Gin Thr 
305 310 



<210> 13 

<211> 1013 

<212> DNA 

<213> Homo sapiens 
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<400> 13 

taataatcat gttgctattg tattgtaatc caatatatat gaaaagttcc tttcttccac 60 
cgaaggaaat tatgagaaga aactgcacgt tggtgactga gttcattctc ctgggactga 120 
ccagtcgccg ggaattacaa attctcctct tcacgctgtt tctggccatt tacatggtca 180 
cggtggcagg gaaccttggc atgattgtcc tcatccaggc caacgcctgg ctccacatgc 240 
ccatgtactt tttcctgagc cacttatcct tcgtggatct gtgcttctct tccaatgtga 300 
ctccaaagat gctggagatt ttcctttcag agaagaaaag catttcctat cctgcctgtc 360 
ttgtgcagtg ttaccttttt atcgccttgg tccatgttga gatctacatc ctggctgtga 420 
tggcctttga ccggtacatg gccatctgca accctctgct ttatggcagc agaatgtcca 480 
agagtgtgtg ctccttcctc atcacggtgc cttatgtgta tggagcgctc actggcctga 540 
tggagaccat gtggacctac aacctagcct tctgtggccc caatgaaatt aatcacttct 600 
actgtgcgga cccaccactg attaagctgg cttgttctga cacctacaac aaggagttgt 660 
caatgtttat tgtggctggc tggaaccttt ctttttctct cttcatcata tgtatttcct 720 
acctttacat tttccctgct attttaaaga ttcgctctac agagggcagg caaaaagctt 780 
tttctacctg tggctcccat ctgacagctg tcactatatt ctatgcaacc cttttcttca 840 
tgtatctcag acccccctca aaggaatctg ttgaacaggg taaaatggta gctgtatttt 900 
ataccacagt aatccctatg ctgaacctta taatttatag ccttagaaat aaaaatgtaa 960 
aagaagcatt aatcaaagag ctgtcaatga agatatactt ttcttaaaaa tea 1013 



<210> 14 
<211> 332 
<212> PRT 

<213> Homo sapiens 
<400> 14 

Met Leu Leu Leu Tyr Cys Asn Pro lie Tyr Met Lys Ser Ser Phe Leu 
15 10 15 

Pro Pro Lys Glu lie Met Arg Arg Asn Cys Thr Leu Val Thr Glu Phe 
20 25 30 

lie Leu Leu Gly Leu Thr Ser Arg Arg Glu Leu Gin lie Leu Leu Phe 
35 40 45 

Thr Leu Phe Leu Ala He Tyr Met Val Thr Val Ala Gly Asn Leu Gly 
50 55 60 

Met He Val Leu He Gin Ala Asn Ala Trp Leu His Met Pro Met Tyr 
65 70 75 80 

Phe Phe Leu Ser His Leu Ser Phe Val Asp Leu Cys Phe Ser Ser Asn 
85 90 95 

Val Thr Pro Lys Met Leu Glu He Phe Leu Ser Glu Lys Lys Ser He 
100 105 110 

Ser Tyr Pro Ala Cys Leu Val Gin Cys Tyr Leu Phe He Ala Leu Val 
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115 



120 



125 



His Val Glu He Tyr He Leu Ala Val Met Ala Phe Asp Arg Tyr Met 
130 135 140 

Ala He Cys Asn Pro Leu Leu Tyr Gly Ser Arg Met Ser Lys Ser Val 
145 150 155 160 

Cys Ser Phe Leu He Thr Val Pro Tyr Val Tyr Gly Ala Leu Thr Gly 
165 170 175 

Leu Met Glu Thr Met Trp Thr Tyr Asn Leu Ala Phe Cys Gly Pro Asn 
180 185 190 

Glu He Asn His Phe Tyr Cys Ala Asp Pro Pro Leu He Lys Leu Ala 
195 200 205 

Cys Ser Asp Thr Tyr Asn Lys Glu Leu Ser Met Phe He Val Ala Gly 
210 215 220 

Trp Asn Leu Ser Phe Ser Leu Phe He He Cys lie Ser Tyr Leu Tyr 
225 230 235 240 

He Phe Pro Ala He Leu Lys He Arg Ser Thr Glu Gly Arg Gin Lys 
245 250 255 

Ala Phe Ser Thr Cys Gly Ser His Leu Thr Ala Val Thr lie Phe Tyr 
260 265 270 

Ala Thr Leu Phe Phe Met Tyr Leu Arg Pro Pro Ser Lys Glu Ser Val 
275 280 285 

Glu Gin Gly Lys Met Val Ala Val Phe Tyr Thr Thr Val He Pro Met 
290 295 300 

Leu Asn Leu He He Tyr Ser Leu Arg Asn Lys Asn Val Lys Glu Ala 
305 310 315 320 

Leu He Lys Glu Leu Ser Met Lys He Tyr Phe Ser 
325 330 



<210> 15 

<211> 951 

<212> DNA 

<213> Homo sapiens 

<400> 15 



15 



catgggaaga tgggtgaacc agtcctacac agatggcttc ttcctcttag gcatcttttc 60 
ccacagccag actgaccttg tcctcttctc tgcagttatg gtggtcttca cagtggccct 120 
ctgtgggaat gtcctcctca tcttcctcat ctacctggac gctggacttc acacccccat 180 
gtacttcttc ctcagccagc tctccctcat ggacctcatg ttggtctgta acattgtgcc 240 
aaagatggca gccaacttcc tgtctggcag gaagtccatc tcctttgtgg gctgtggcat 300 
acaaattggc ttttttgtct ctcttgtggg atctgagggg ctcttgctgg gactcatggc 360 
ttatgaccgc tacgtggccg ttagccaccc acttcactat cccatcctca tgaatcagag 420 
ggtctgtctc cagattactg ggagctcctg ggcctttggg ataatagatg gagtgattca 480 
gatggtggca gccatgggct taccttactg tggcttgagg agcgtggatc actttttctg 540 
tgaggtacaa gctttattga agctggcctg tgcagacact tccctttttg acaccctcct 600 
ctttgcttgc tgtgtcttca tgcttctcct tcccttctcc atcatcatgg cctcctatgc 660 
ttgcatccta ggggctgtgc tccgaatacg ctctgctcag gcctggaaaa aagccttggc 720 
cacctgctcc tcccacctaa cagctgtcac cctcttctat ggggcagcca tgttcatgta 780 
cctgaggcct aggcgctacc gggcccctag ccatgacaag gtggcctcta tcttctacac 840 
agtccttact cccatgctga accccctcat ttacagcttg aggaatgggg aggtgatggg 900 
ggcactgagg aaggggctgg accgctgcag gattggcagc cagcactgaa c 951 



<210> 16 
<211> 315 
<212> PRT 

<213> Homo sapiens 
<400> 16 

Met Gly Arg Trp Val Asn Gin Ser Tyr Thr Asp Gly Phe Phe Leu Leu 
15 10 15 

Gly lie Phe Ser His Ser Gin Thr Asp Leu Val Leu Phe Ser Ala Val 
20 25 30 

Met Val Val Phe Thr Val Ala Leu Cys Gly Asn Val Leu Leu lie Phe 
35 40- 45 

Leu lie Tyr Leu Asp Ala Gly Leu His Thr Pro Met Tyr Phe Phe Leu 
50 55 60 

Ser Gin Leu Ser Leu Met Asp Leu Met Leu Val Cys Asn lie Val Pro 
65 70 75 80 

Lys Met Ala Ala Asn Phe Leu Ser Gly Arg Lys Ser lie Ser Phe Val 
85 90 95 

Gly Cys Gly He Gin He Gly Phe Phe Val Ser Leu Val Gly Ser Glu 
100 105 110 

Gly Leu Leu Leu Gly Leu Met Ala Tyr Asp Arg Tyr Val Ala Val Ser 
115 120 125 
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His Pro Leu His Tyr 
130 

lie Thr Gly Ser Ser 
145 

Met Val Ala Ala Met 
165 

His Phe Phe Cys Glu 
180 

Thr Ser Leu Phe Asp 
195 

Leu Leu Pro Phe Ser 
210 

Ala Val Leu Arg lie 
225 

Thr Cys Ser Ser His 
245 

Met Phe Met Tyr Leu 
260 

Lys Val Ala Ser lie 
275 

Leu lie Tyr Ser Leu 
. 290 

Gly Leu Asp Arg Cys 
305 



Pro lie Leu Met Asn 
135 

Trp Ala Phe Gly He 
150 

Gly Leu Pro Tyr Cys 
170 

Val Gin Ala Leu Leu 
185 

Thr Leu Leu Phe Ala 
200 

He He Met Ala Ser 
215 

Arg Ser Ala Gin Ala 
230 

Leu Thr Ala Val Thr 

250 

Arg Pro Arg Arg Tyr 
265 

Phe Tyr Thr Val Leu 
280 

Arg Asn Gly Glu Val 
295 

Arg He Gly Ser Gin 
310 



Gin Arg Val Cys Leu Gin 
140 

He Asp Gly Val He Gin 
155 160 

Gly Leu Arg Ser Val Asp 
175 

Lys Leu Ala Cys Ala Asp 
190 

Cys Cys Val Phe Met Leu 
205 

Tyr Ala Cys He Leu Gly 
220 

Trp Lys Lys Ala Leu Ala 
235 240 

Leu Phe Tyr Gly Ala Ala 
255 

Arg Ala Pro Ser His Asp 
270 

Thr Pro Met Leu Asn Pro 
285 

Met Gly Ala Leu Arg Lys 
300 

His 
315 



<210> 17 

<211> 1015 

<212> DNA 

<213> Homo sapiens 

<400> 17 

gttcctgcaa cttcacacat gccacctttg tgcttattgg tatcccagga ttagagaaag 60 
cccatttctg ggttggcttc cccctccttt ccatgtatgt agtggcaatg tttggaaact 120 
gcatcgtggt cttcatcgta aggacggaac gcagcctgca cgctccgatg tacctctttc 180 
tctgcatgct tgcagccatt gacctggcct tatccacatc caccatgcct aagatccttg 240 
cccttttctg gtttgattcc cgagagatta gctttgaggc ctgtcttacc cagatgttct 300 
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ttattcatgc cctctcagcc attgaatcca ccatcctgct ggccatggcc tttgaccgtt 360 
atgtggccat ctgccaccca ctgcgccatg ctgcagtgct caacaataca gtaacagccc 420 
agattggcat cgtggctgtg gtccgcggat ccctcttttt tttcccactg cctctgctga 480 
tcaagcggct ggccttctgc cactccaatg tcctctcgca ctcctattgt gtccaccagg 540 
atgtaatgaa gttggcctat gcagacactt tgcccaatgt ggtatatggt cttactgcca 600 
ttctgctggt catgggcgtg gacgtaatgt tcatctcctt gtcctatttt ctgataatac 660 
gaacggttct gcaactgcct tccaagtcag agcgggccaa ggcctttgga acctgtgtgt 720 
cacacattgg tgtggtactc gccttctatg tgccacttat tggcctctca gttgtacacc 780 
gctttggaaa cagccttcat cccattgtgc gtgttgtcat gggtgacatc tacctgctgc 840 
tgcctcctgt catcaatccc atcatctatg gtgccaaaac caaacagatc agaacacggg 900 
tgctggctat gttcaagatc agctgtgaca aggacttgca ggctgtggga ggcaagtgac 960 
ccttaacact acacttctcc ttatctttat tggcttgata aacataatta tttct 1015 



<210> 18 
<211> 318 
<212> PRT 

<213> Homo sapiens 
<400> 18 

Ser Cys Asn Phe Thr His Ala Thr Phe Val Leu lie Gly lie Pro Gly 
15 10 15 

Leu Glu Lys Ala His Phe Trp Val Gly Phe Pro Leu Leu Ser Met Tyr 
20 25 30 

Val Val Ala Met Phe Gly Asn Cys He Val Val Phe He Val Arg Thr 
35 40 45 

Glu Arg Ser Leu His Ala Pro Met Tyr Leu Phe Leu Cys Met Leu Ala 
50 55 60 

Ala He Asp Leu Ala Leu Ser Thr Ser Thr Met Pro Lys He Leu Ala 
65 70 75 80 

Leu Phe Trp Phe Asp Ser Arg Glu He Ser Phe Glu Ala Cys Leu Thr 
85 90 95 

Gin Met Phe Phe He His Ala Leu Ser Ala He Glu Ser Thr He Leu 
100 105 110 

Leu Ala Met Ala Phe Asp Arg Tyr Val Ala He Cys His Pro Leu Arg 
115 120 125 

His Ala Ala Val Leu Asn Asn Thr Val Thr Ala Gin He Gly He Val 
130 135 140 

Ala Val Val Arg Gly Ser Leu Phe Phe Phe Pro Leu Pro Leu Leu He 
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145 



150 



155 



160 



Lys Arg Leu Ala Phe Cys His Ser Asn Val Leu Ser His Ser Tyr Cys 
165 170 175 

Val His Gin Asp Val Met Lys Leu Ala Tyr Ala Asp Thr Leu Pro Asn 
180 185 190 

Val Val Tyr Gly Leu Thr Ala He Leu Leu Val Met Gly Val Asp Val 
195 200 205 

Met Phe He Ser Leu Ser Tyr Phe Leu He He Arg Thr Val Leu Gin 
210 215 220 

Leu Pro Ser Lys Ser Glu Arg Ala Lys Ala Phe Gly Thr Cys Val Ser 
225 230 235 240 

His He Gly Val Val Leu Ala Phe Tyr Val Pro Leu He Gly Leu Ser 
245 250 255 

Val Val His Arg Phe Gly Asn Ser Leu His Pro He Val Arg Val Val 
260 265 270 

Met Gly Asp He Tyr Leu Leu Leu Pro Pro Val He Asn Pro He lie 
275 280 285 

Tyr Gly Ala Lys Thr Lys Gin He Arg Thr Arg Val Leu Ala Met Phe 
290 295 300 



Lys He Ser Cys Asp Lys Asp Leu Gin Ala Val Gly Gly Lys 
305 310 315 



<210> 19 

<211> 937 

<212> DNA 

<213> Homo sapiens 

<400> 19 

aatggctgca ggaaatcact ctacagtgac agagttcatt ctcaagggtt taacgaagag 60 
agcagacctc cagctccccc tctttctcct cttcctcggg atctacttgg tcaccatcgt 120 
ggggaacctg ggcatgatca ctctaatttg tctgaactct cagctgcaca cccccatgta 180 
ctactttctc agcaatctgt cactcatgga cctctgctac tcctccgtca ttacccctaa 240 
gatgctggtg aactttgtgt cagagaaaaa catcatctcc tacgcagggt gcatgtcaca 300 
gctctacttc ttccttgttt ttgtcattgc tgagtgctac atgctgagag tgatggccta 360 
cgaccgctat gttgccatct gccacccttt gctttacaac atcattatgt ctcatcacac 420 
ctgcctgctg ctggtggctg tggtctacgc catcggactc attggctcca caatagaaac 480 
tggcctcatg ttaaaactgc cctattgtga gcacctcatc agtcactact tctgtgacat 540 
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cctccctctc atgaagctgt cctgctctag cacctatgat gttgagatga cagtcttctt 600 

tttggctgga ttcaacatca tagtcacgag cttaacagtt cttgtttctt acaccttcat 660 

tctctccagc atcctcggca tcagcaccac agaggggaga tccaaagcct tcagcacctg 720 

cagctcccac cttgcagccg tgggaatgtt ctatggatca actgcattca tgtacttaaa 780 

accctccaca atcagttcct tgacccagga gaatgtggcc tctgtgttcc acaccacggt 840 

aatccccatg ttgaatcccc taatctacag cctgaggaac aaggaagtaa aggctgccgt 900 

gcagaaaacg ctgaggggta aactgttttg atgcaaa 937 



<210> 20 
<211> 309 
<212> PRT 

<213> Homo sapiens 
<400> 20 

Met Ala Ala Gly Asn His Ser Thr Val Thr Glu Phe He Leu Lys Gly 
15 10 15 

Leu Thr Lys Arg Ala Asp Leu Gin Leu Pro Leu Phe Leu Leu Phe Leu 
20 25 30 

Gly He Tyr Leu Val Thr He Val Gly Asn Leu Gly Met He Thr Leu 
35 40 45 

He Cys Leu Asn Ser Gin Leu His Thr Pro Met Tyr Tyr Phe Leu Ser 
50 55 60 

Asn Leu Ser Leu Met Asp Leu Cys Tyr Ser Ser Val He Thr Pro Lys 
65 70 75 80 

Met Leu Val Asn Phe Val Ser Glu Lys Asn He He Ser Tyr Ala Gly 
85 90 95 

Cys Met Ser Gin Leu Tyr Phe Phe Leu Val Phe Val He Ala Glu Cys 
100 105 110 

Tyr Met Leu Arg Val Met Ala Tyr Asp Arg Tyr Val Ala lie Cys His 
115 120 125 

Pro Leu Leu Tyr Asn He lie Met Ser His His Thr Cys Leu Leu Leu 
130 135 140 

Val Ala Val Val Tyr Ala lie Gly Leu lie Gly Ser Thr lie Glu Thr 
145 150 155 160 

Gly Leu Met Leu Lys Leu Pro Tyr Cys Glu His Leu lie Ser His Tyr 
165 170 175 
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Phe Cys Asp lie Leu Pro Leu Met Lys Leu Ser Cys Ser Ser Thr Tyr 
180 185 190 



Asp Val Glu Met Thr Val Phe Phe Leu Ala Gly Phe Asn He He Val 
195 200 205 

Thr Ser Leu Thr Val Leu Val Ser Tyr Thr Phe He Leu Ser Ser He 
210 215 220 

Leu Gly He Ser Thr Thr Glu Gly Arg Ser Lys Ala Phe Ser Thr Cys 
225 230 235 240 

Ser Ser His Leu Ala Ala Val Gly Met Phe Tyr Gly Ser Thr Ala Phe 
245 250 255 

Met Tyr Leu Lys Pro Ser Thr He Ser Ser Leu Thr Gin Glu Asn Val 
260 265 270 

Ala Ser Val Phe His Thr Thr Val He Pro Met Leu Asn Pro Leu lie 
275 280 285 

Tyr Ser Leu Arg Asn Lys Glu Val Lys Ala Ala Val Gin Lys Thr Leu 
290 295 300 



Arg Gly Lys Leu Phe 
305 



<210> 21 

<211> 1003 

<212> DMA 

<213> Homo sapiens 

<400> 21 

tgatcataat gaatgtgagc ttcaagactg gattcctcct catggggttc tctgatgagc 60 
gtaaccttca gattttacat gcagtgctct ttttgatcac atacctgttg gccatcatgg 120 
gcaatctgct cattatcacc atcatcacct tggaccaacg tctgcattct cccatgtact 180 
acttcttgaa gcacctctct tttttggatc tctgcttcat ctctgttact gttcctcagt 240 
ctattgcaaa ctcactcatg aacaatggtt tcatttctct tggtcagtgt atgcttcagg 300 
ttttcttctt catagctctg gcctcatcag aagtagctat tctcacagtg atgtcttatg 360 
accggtatgt tgccatctgt cggccactgc agtatgagac aattatggat ccccatgcct 420 
gcaagtgcgc agtgatagct gtatggatgg ctggaggact atctgggctc ctacacacag 480 
gtgttaattt ctcaattcct ctttgtggga agagaattat tcaccagttc ttctgtgaca 540 
ttccccaaat gctaaaacta gcttgttctt atgaattcat taatgagatt gcagtggctg 600 
catttacaac atccacagcc tttgtctgtt taatagccat agtcttctcc tatactcaga 660 
tcttctcaac tgtgatgaga attccatcag ctgatagtcg gactaaggtg ttctccacct 720 
gtctaccaca tttgtttgta gtcatgttct tcctctcagc tgcaggcttt gaatttctaa 780 
gacctccttc agattccctg tcagcaatgg acctcgtatt ctccatattc tacactgtga 840 
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tacctccaac actcaatcca ctcatctaca gcttgaggaa tgaggccatg aaagcagctc 900 
tgaggaaagt gttgtcaaaa gaagaatttt ctcggagaat ggtatatgtt aaagctatat 960 
tcaatctcta aagagacaac aaactaagag gcattgctac tat 1003 



<210> 22 
<211> 320 
<212> PRT 

<213> Homo sapiens 

<400> 22 ft 
Met Asn Val Ser Phe Lys Thr Gly Phe Leu Leu Met Gly Phe Ser Asp 
15 10 15 

Glu Arg Asn Leu Gin He Leu His Ala Val Leu Phe Leu He Thr Tyr 
20 25 30 

Leu Leu Ala He Met Gly Asn Leu Leu He He Thr He He Thr Leu 
35 40 45 

Asp Gin Arg Leu His Ser Pro Met Tyr Tyr Phe Leu Lys His Leu Ser 
50 55 60 

Phe Leu Asp Leu Cys Phe He Ser Val Thr Val Pro Gin Ser He Ala 
65 70 75 80 

Asn Ser Leu Met Asn Asn Gly Phe He Ser Leu Gly Gin Cys Met Leu 
85 90 95 

Gin Val Phe Phe Phe He Ala Leu Ala Ser Ser Glu Val Ala He Leu 
100 105 110 

Thr Val Met Ser Tyr Asp Arg Tyr Val Ala He Cys Arg Pro Leu Gin 
115 120 125 

Tyr Glu Thr He Met Asp Pro His Ala Cys Lys Cys Ala Val He Ala 
130 135 140 

Val Trp Met Ala Gly Gly Leu Ser Gly Leu Leu His Thr Gly Val Asn 
145 150 155 160 

Phe Ser He Pro Leu Cys Gly Lys Arg He He His Gin Phe Phe Cys 
165 170 175 

Asp He Pro Gin Met Leu Lys Leu Ala Cys Ser Tyr Glu Phe He Asn 
180 185 190 

Glu lie Ala Val Ala Ala Phe Thr Thr Ser Thr Ala Phe Val Cys Leu 
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195 



200 



205 



He Ala He Val Phe Ser Tyr Thr Gin He Phe Ser Thr Val Met Arg 
210 215 220 

He Pro Ser Ala Asp Ser Arg Thr Lys Val Phe Ser Thr Cys Leu Pro 
225 230 235 240 

His Leu Phe Val Val Met Phe Phe Leu Ser Ala Ala Gly Phe Glu Phe 
245 250 255 

Leu Arg Pro Pro Ser Asp Ser Leu Ser Ala Met Asp Leu Val Phe Ser 
260 265 270 

lie Phe Tyr Thr Val He Pro Pro Thr Leu Asn Pro Leu He Tyr Ser 
275 280 285 

Leu Arg Asn Glu Ala Met Lys Ala Ala Leu Arg Lys Val Leu Ser Lys 
290 295 300 



Glu Glu Phe Ser Arg Arg Met Val Tyr Val Lys Ala He Phe Asn Leu 
305 310 315 320 



<210> 23 

<211> 1003 

<212> DNA 

<213> Homo sapiens 

<400> 23 

tgatcataat gaatgtgagc ttcaagactg gattcctcct catggggttc tctgatgagc 60 

gtaaccttca gattttacat gcagtgctct ttttgatcac atacctgttg gccatcatgg 120 

gcaatctgct cattatcacc atcatcacct tggaccaacg tctgcattct cccatgtact 180 

acttcttgaa gcacctctct tttttggatc tctgcttcat ctctgttact gttcctcagt 240 

ctattgcaaa ctcactcatg aacaatggtt tcatttctct tggtcagtgt atgcttcagg 300 

ttttcttctt catagctctg gcctcatcag aagtagctat tctcacagtg atgtcttatg 360 

accggtatgt tgccatctgt cggccactgc agtatgagac aattatggat ccccatgcct 420 

gcaagtgcgc agtgatagct gtatggatgg ctggaggact atctgggctc ctacacacag 480 

gtgttaattt ctcaattcct ctttgtggga agagaattat tcaccagttc ttctgtgaca 540 

ttccccaaat gctaaaacta gcttgttctt atgaattcat taatgagatt gcagtggctg 600 

catttacaac atccacagcc tttgtctgtt taatagccat agtcttctcc tatactcaga 660 

tcttctcaac tgtgatgaga attccatcag ctgatagtcg gactaaggtg ttctccacct 720 

gtctaccaca tttgtttgta gtcatgttct tcctctcagc tgcaggcttt gaatttctaa 780 

gacctccttc agattccctg tcagcaatgg acctcgtatt ctccatattc tacactgtga 840 

tacctccaac actcaatcca ctcatctaca gcttgaggaa tgaggccatg aaagcagctc 900 
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tgaggaaagt gttgtcaaaa gaagaatttt ctcggagaat ggtatatgtt aaagctatat 960 
tcaatctcta aagagacaac aaactaagag gcattgctac tat 1003 



<210> 24 
<211> 320 
<212> PRT 

<213> Homo sapiens 
<400> 24 

Met Asn Val Ser Phe Lys Thr Gly Phe Leu Leu Met Gly Phe Ser Asp 
15 10 15 

Glu Arg Asn Leu Gin lie Leu His Ala Val Leu Phe Leu He Thr Tyr 
20 25 30 

Leu Leu Ala He Met Gly Asn Leu Leu He He Thr He He Thr Leu 
35 40 45 

Asp Gin Arg Leu His Ser Pro Met Tyr Tyr Phe Leu Lys His Leu Ser 
50 55 60 

Phe Leu Asp Leu Cys Phe He Ser Val Thr Val Pro Gin Ser lie Ala 
65 70 75 80 

Asn Ser Leu Met Asn Asn Gly Phe He Ser Leu Gly Gin Cys Met Leu 
85 90 95 

Gin Val Phe Phe Phe He Ala Leu Ala Ser Ser Glu Val Ala He Leu 
100 105 110 

Thr Val Met Ser Tyr Asp Arg Tyr Val Ala He Cys Arg Pro Leu Gin 
115 120 125 

Tyr Glu Thr He Met Asp Pro His Ala Cys Lys Cys Ala Val lie Ala 
130 135 140 

Val Trp Met Ala Gly Gly Leu Ser Gly Leu Leu His Thr Gly Val Asn 
145 150 155 160 

Phe Ser lie Pro Leu Cys Gly Lys Arg lie He His Gin Phe Phe Cys 
165 170 175 

Asp He Pro Gin Met Leu Lys Leu Ala Cys Ser Tyr Glu Phe He Asn 
180 185 190 

Glu He Ala Val Ala Ala Phe Thr Thr Ser Thr Ala Phe Val Cys Leu 
195 200 205 



24 



He Ala He Val Phe Ser Tyr Thr Gin He Phe Ser Thr Val Met Arg 
210 215 220 



He Pro Ser Ala Asp Ser Arg Thr 
225 230 

His Leu Phe Val Val Met Phe Phe 
245 

Leu Arg Pro Pro Ser Asp Ser Leu 
260 

He Phe Tyr Thr Val He Pro Pro 
275 280 

Leu Arg Asn Glu Ala Met Lys Ala 
290 295 

Glu Glu Phe Ser Arg Arg Met Val 
305 310 



Lys Val Phe Ser Thr Cys Leu Pro 
235 240 

Leu Ser Ala Ala Gly Phe Glu Phe 
250 255 

Ser Ala Met Asp Leu Val Phe Ser 
265 270 

Thr Leu Asn Pro Leu He Tyr Ser 
285 

Ala Leu Arg Lys Val Leu Ser Lys 
300 

Tyr Val Lys Ala He Phe Asn Leu 
315 320 



<210> 25 

<211> 999 

<212> DNA 

<213> Homo sapiens 

<400> 25 

atgaatttcc aaactctgac atggctcctg aaaatttcac cagggtcact gagtttattc 60 
tcacaggtgt ctctagctgt ccagagctcc agattcccct cttcctggtc ttcctagtgc 120 
tctatgtgct gaccatggca gggaacctgg gcatcatcac cctcaccagt gttgactctc 180 
gacttcaaac ccccatgtac tttttcctga gacatctagc tatcatcaat cttggcaact 240 
ctactgtcat tgcccctaaa atgctgatga actttttagt aaagaagaaa actacctcat 300 
tctatgaatg tgccacccaa ctgggagggt tcttgttctt tattgtatcg gaggtaatga 360 
tgctggctgt gatggcctat gaccgctatg tggccatttg taaccctctg ctctacatgg 420 
tggtggtgtc tcggcggctc tgcctcctgc tggtgtccct cacgtacctc tatggctttt 480 
ctacagctat tgtggtttca ccttgtatat tctctgtgtc ttattgctct tctaatataa 540 
tcaatcattt ttactgtgat attgcacctc tgttagcatt atcttgctct gatacttaca 600 
taccagaaac aatagtcttt atatctgcag caacaaattt gtttttttcc atgattacag 660 
ttctagtatc ttatttcaat attgttttgt ccattctaag gatacgttca ccagaaggaa 720 
ggaaaaaagc cttttccacc tgcgcttcgc atatgatagc agtcacggtt ttctatggga 780 
caatgctatt tatgtatttg cagccccaaa ccaaccactc actggatact gataagatgg 840 
cttctgtgtt ttacacattg gtgattccta tgctgaatcc cttgatctac agcctgagga 900 
ataatgatgt aaatgttgcc ttaaagaaat tcatggaaaa tccatgttac tcctttaaat 960 



25 



caatgtaatt ttagagctct ataaataaat gaagagata 



999 



<210> 26 
<211> 315 
<212> PRT 

<213> Homo sapiens 
<400> 26 

Met Ala Pro Glu Asn Phe Thr Arg Val Thr Glu Phe He Leu Thr Gly 
15 10 15 

Val Ser Ser Cys Pro Glu Leu Gin He Pro Leu Phe Leu Val Phe Leu 
20 25 30 

Val Leu Tyr Val Leu Thr Met Ala Gly Asn Leu Gly He He Thr Leu 
35 40 45 

Thr Ser Val Asp Ser Arg Leu Gin Thr Pro Met Tyr Phe Phe Leu Arg 
50 55 60 

His Leu Ala lie lie Asn Leu Gly Asn Ser Thr Val He Ala Pro Lys 
65 70 75 80 

Met Leu Met Asn Phe Leu Val Lys Lys Lys Thr Thr Ser Phe Tyr Glu 
85 90 95 

Cys Ala Thr Gin Leu Gly Gly Phe Leu Phe Phe lie Val Ser Glu Val 
100 105 110 

Met Met Leu Ala Val Met Ala Tyr Asp Arg Tyr Val Ala He Cys Asn 
115 120 125 

Pro Leu Leu Tyr Met Val Val Val Ser Arg Arg Leu Cys Leu Leu Leu 
130 135 140 

Val Ser Leu Thr Tyr Leu Tyr Gly Phe Ser Thr Ala lie Val Val Ser 
145 150 155 160 

Pro Cys He Phe Ser Val Ser Tyr Cys Ser Ser Asn lie lie Asn His 
165 170 175 

Phe Tyr Cys Asp lie Ala Pro Leu Leu Ala Leu Ser Cys Ser Asp Thr 
180 185 190 

Tyr He Pro Glu Thr He Val Phe lie Ser Ala Ala Thr Asn Leu Phe 
195 200 205 



26 



Phe Ser Met lie Thr Val Leu Val Ser Tyr Phe Asn lie Val Leu Ser 
210 215 220 



lie Leu Arg He Arg Ser Pro Glu Gly Arg Lys Lys Ala Phe Ser Thr 
225 230 235 240 

Cys Ala Ser His Met He Ala Val Thr Val Phe Tyr Gly Thr Met Leu 
245 250 255 

Phe Met Tyr Leu Gin Pro Gin Thr Asn His Ser Leu Asp Thr Asp Lys 
260 265 270 

Met Ala Ser Val Phe Tyr Thr Leu Val He Pro Met Leu Asn Pro Leu 
275 280 285 

He Tyr Ser Leu Arg Asn Asn Asp Val Asn Val Ala Leu Lys Lys Phe 
290 295 300 



Met Glu Asn Pro Cys Tyr Ser Phe Lys Ser Met 
305 310 315 



<210> 27 

<211> 999 

<212> DNA 

<213> Homo sapiens 

<400> 27 

atgagtatca actgctctct gtggcaggag aacagcttgt ctgtcaaacg ctttgcattt 60 
tccaagttct ctgaggtccc tggagaatgc ttcctcctgt ttaccctcat cctcctcatg 120 
ttcttagtat ctctgacagg aaatgaactc atagccattg ccatctgcac cagtccagcc 180 
ctacataccc ccatgtactt ctttctagcc aacttgtctc ttctggagat tggctacact 240 
tgctctgtca tacccaaaat gctacagagc cttgtaagtg aggcccgaga aatctctcgg 300 
gagggatgtg ccacacagat gtttttcttc acattttttg gtataactga gtgctgtcta 360 
ctggcagcca tggcctatga ccgctgcatg gccatatgct ccccactcca ctatgcaaca 420 
cgaatgagtc atggggtatg tgcccatttg gcaatagttt catggggaat gggatgtata 480 
gtagggttgg gacaaaccaa ttttattttc tcgttgaact tctgtggacc ctgtgagata 540 
gaccacttct tctgtgacct tccacctgtc ctggcacttg cctgtggaga tacttcccaa 600 
aatgaggctg caatcttcgt ggcagcaatt ctttgcatat ctagcccatt tttgttgatc 660 
atttattcct atgtcagaat tctggttgca gtgctggtga tgccttcacc tgaggggcgc 720 
cataaagctc tctccacctg ttcctcgcat ctacttgtag tcacactgtt ttttggctca 780 
ggatctatta cctacttgag gcccaagtct agccacttac caggaatgga caaactcttg 840 
gcccttttct acaccgcggt gacatccatg ctgaacccca tcatctatag cttaaggaac 900 
aaggaagtga agacagcact gagaaaaaca ctgagtctga agacatctcg ggcaataaat 960 
aggtaacaga accttgcaga gctgctggct aatgaaaat 999 



<210> 28 



27 



<211> 321 
<212> PRT 

<213> Homo sapiens 



<400> 28 

Met Ser lie Asn Cys Ser Leu Trp Gin Glu Asn Ser Leu Ser Val Lys 
5 10 15 



Arg Phe Ala Phe Ser Lys Phe Ser Glu Val Pro Gly Glu Cys Phe Leu 
20 25 30 

Leu Phe Thr Leu lie Leu Leu Met Phe Leu Val Ser Leu Thr Gly Asn 
35 40 45 

Glu Leu lie Ala lie Ala lie Cys Thr Ser Pro Ala Leu His Thr Pro 
50 55 60 

Met Tyr Phe Phe Leu Ala Asn Leu Ser Leu Leu Glu lie Gly Tyr Thr 

75 80 



65 



Cys 



70 



Ser Val He Pro Lys Met Leu Gin Ser Leu Val Ser Glu Ala Arg 



85 



90 



95 



Glu lie Ser Arg Glu Gly Cys Ala Thr Gin Met Phe Phe Phe Thr Phe 
100 105 11° 

Phe Gly He Thr Glu Cys Cys Leu Leu Ala Ala Met Ala Tyr Asp Arg 
115 120 125 

Cys Met Ala lie Cys Ser Pro Leu His Tyr Ala Thr Arg Met Ser His 
130 135 140 

Glv Val Cys Ala His Leu Ala He Val Ser Trp Gly Met Gly Cys He 
J " 155 160 



145 



150 



Val Gly Leu Gly Gin Thr Asn Phe He Phe Ser Leu Asn Phe Cys Gly 
165 170 175 

Pro Cys Glu He Asp His Phe Phe Cys Asp Leu Pro Pro Val Leu Ala 
180 185 190 

Leu Ala Cys Gly Asp Thr Ser Gin Asn Glu Ala Ala He Phe Val Ala 

195 200 205 

Ala He Leu Cys He Ser Ser Pro Phe Leu Leu lie He Tyr Ser Tyr 
210 215 220 

Val Arg He Leu Val Ala Val Leu Val Met Pro Ser Pro Glu Gly Arg 



28 



225 



230 



235 



240 



His Lys Ala Leu Ser Thr Cys Ser Ser His Leu Leu Val Val Thr Leu 
245 250 255 

Phe Phe Gly Ser Gly Ser lie Thr Tyr Leu Arg Pro Lys Ser Ser His 
260 265 270 

Leu Pro Gly Met Asp Lys Leu Leu Ala Leu Phe Tyr Thr Ala Val Thr 
275 280 285 

Ser Met Leu Asn Pro lie lie Tyr Ser Leu Arg Asn Lys Glu Val Lys 
290 295 300 

Thr Ala Leu Arg Lys Thr Leu Ser Leu Lys Thr Ser Arg Ala lie Asn 
305 310 315 320 

Arg 



<210> 29 

<211> 999 

<212> DNA 

<213> Homo sapiens 

<400> 29 

atgagtatca actgctctct gtggcaggag 
tccaagttct ctgaggtccc tggagaatgc 
ttcttagtat ctctgacagg aaatgaactc 
ctacataccc ccatgtactt ctttctagcc 
tgctctgtca tacccaaaat gctacagagc 
gagggatgtg ccacacagat gtttttcttc 
ctggcagcca tggcctatga ccgctgcatg 
cgaatgagtc atggggtatg tgcccatttg 
gtagggttgg gacaaaccaa ttttattttc 
gaccacttct tctgtgacct tccacctgtc 
aatgaggctg caatcttcgt ggcagcaatt 
atttattcct atgtcagaat tctggttgca 
cataaagctc tctccacctg ttcctcgcat 
ggatctatta cctacttgag gcccaagtct 
gcccttttct acaccgcggt gacatccatg 
aaggaagtga agacagcact gagaaaaaca 
aggtaacaga accttgcaga gctgctggct 

<210> 30 
<211> 321 



aacagcttgt ctgtcaaacg ctttgcattt 60 
ttcctcctgt ttaccctcat cctcctcatg 120 
atagccattg ccatctgcac cagtccagcc 180 
aacttgtctc ttctggagat tggctacact 240 
cttgtaagtg aggcccgaga aatctctcgg 300 
acattttttg gtataactga gtgctgtcta 360 
gccatatgct ccccactcca ctatgcaaca 420 
gcaatagttt catggggaat gggatgtata 480 
tcgttgaact tctgtggacc ctgtgagata 540 
ctggcacttg cctgtggaga tacttcccaa 600 
ctttgcatat ctagcccatt tttgttgatc 660 
gtgctggtga tgccttcacc tgaggggcgc 720 
ctacttgtag tcacactgtt ttttggctca 780 
agccacttac caggaatgga caaactcttg 840 
ctgaacccca tcatctatag cttaaggaac 900 
ctgagtctga agacatctcg ggcaataaat 960 
aatgaaaat 999 



29 



# 



<212> PRT 

<213> Homo sapiens 
<400> 30 

Met Ser lie Asn Cys Ser Leu Trp Gin Glu Asn Ser Leu Ser Val Lys 
15 10 15 

Arg Phe Ala Phe Ser Lys Phe Ser Glu Val Pro Gly Glu Cys Phe Leu 
20 25 30 

Leu Phe Thr Leu He Leu Leu Met Phe Leu Val Ser Leu Thr Gly Asn 
35 40 45 

Glu Leu lie Ala lie Ala He Cys Thr Ser Pro Ala Leu His Thr Pro 
50 55 60 

Met Tyr Phe Phe Leu Ala Asn Leu Ser Leu Leu Glu He Gly Tyr Thr 
65 70 75 80 

Cys Ser Val He Pro Lys Met Leu Gin Ser Leu Val Ser Glu Ala Arg 
85 90 95 

Glu He Ser Arg Glu Gly Cys Ala Thr Gin Met Phe Phe Phe Thr Phe 
100 105 HO 

Phe Gly He Thr Glu Cys Cys Leu Leu Ala Ala Met Ala Tyr Asp Arg 
115 120 125 

Cys Met Ala He Cys Ser Pro Leu His Tyr Ala Thr Arg Met Ser His 
130 135 140 

Gly Val Cys Ala His Leu Ala He Val Ser Trp Gly Met Gly Cys He 
145 ' 150 155 160 

Val Gly Leu Gly Gin Thr Asn Phe He Phe Ser Leu Asn Phe Cys Gly 
165 170 175 

Pro Cys Glu He Asp His Phe Phe Cys Asp Leu Pro Pro Val Leu Ala 
180 185 190 

Leu Ala Cys Gly Asp Thr Ser Gin Asn Glu Ala Ala He Phe Val Ala 
195 200 205 

Ala He Leu Cys He Ser Ser Pro Phe Leu Leu He He Tyr Ser Tyr 
210 215 220 

Val Arg He Leu Val Ala Val Leu Val Met Pro Ser Pro Glu Gly Arg 
225 230 235 240 



30 



His Lys Ala Leu Ser Thr Cys Ser Ser His Leu Leu Val Val Thr Leu 
245 250 255 



Phe Phe Gly Ser Gly Ser lie Thr 
260 

Leu Pro Gly Met Asp Lys Leu Leu 

275 280 

Ser Met Leu Asn Pro lie lie Tyr 
290 295 

Thr Ala Leu Arg Lys Thr Leu Ser 
305 310 

Arg 



Tyr Leu Arg Pro Lys Ser Ser His 
265 270 

Ala Leu Phe Tyr Thr Ala Val Thr 
285 

Ser Leu Arg Asn Lys Glu Val Lys 
300 

Leu Lys Thr Ser Arg Ala lie Asn 
315 320 



<210> 31 
<211> 1002 
<212> DNA 

<213> Homo sapiens 
<400> 31 

gaaaacatgt ttctgacaga gagaaatacg acatctgagg ccacattcac tctcttgggc 60 
ttctcagatt acctggaact gcaaattccc ctcttctttg tatttctggc agtctacggc 120 
ttcagtgtgg tagggaatct tgggatgata gtgatcatca aaattaaccc aaaattgcat 180 
acccccatgt attttttcct caaccacctc tcctttgtgg atttctgcta ttcctccatc 240 
attgctccca tgatgctggt gaacctggtt gtagaagata gaaccatttc attctcagga 300 
tgtttggtgc aattcttttt cttttgcacc tttgtagtga ctgaattaat tctatttgcg 360 
gtgatggcct atgaccactt tgtggccatt tgcaatcctc tgctctacac agttgccatc 420 
tcccagaaac tctgtgccat gctggtggtt gtattgtatg catggggagt cgcatgttcc 480 
ctgacactcg cgtgctctgc tttaaagtta tcttttcatg gtttcaacac aatcaatcat 540 
ttcttctgtg agttatcctc cctgatatca ctctcttacc ctgactctta tctcagccag 600 
ttgcttcttt tcactgttgc cacttttaat gagataagca cactactcat cattctgaca 660 
tcttatgcat tcatcattgt caccaccttg aagatgcctt cagccagtgg gcaccgcaaa 720 
gtcttctcca cctgtgcctc ccacctgact gccatcacca tcttccatgg caccatcctc 780 
ttcctctact gtgtacccaa ctccaaaaac tccaggcaca cagtcaaagt ggcctctgtg 840 
ttttacaccg tggtgatccc cttgttgaat cccctgatct acagtctgag aaataaagat 900 
gttaaggatg caatccgaaa aataatcaat acaaaatatt ttcatattaa acataggcat 960 
tggtatccat ttaattttgt tattgaacaa taaatttttc ct 1002 



<210> 32 
<211> 328 
<212> PRT 



31 



<213> Homo sapiens 



<400> 32 

Met Phe Leu Thr Glu Arg Asn Thr Thr Ser Glu Ala Thr Phe Thr Leu 
15 10 15 

Leu Gly Phe Ser Asp Tyr Leu Glu Leu Gin He Pro Leu Phe Phe Val 
20 25 30 

Phe Leu Ala Val Tyr Gly Phe Ser Val Val Gly Asn Leu Gly Met He 
35 40 45 

Val He He Lys He Asn Pro Lys Leu His Thr Pro Met Tyr Phe Phe 
50 55 60 

Leu Asn His Leu Ser Phe Val Asp Phe Cys Tyr Ser Ser He He Ala 
65 70 75 80 

Pro Met Met Leu Val Asn Leu Val Val Glu Asp Arg Thr He Ser Phe 
85 90 95 

Ser Gly Cys Leu Val Gin Phe Phe Phe Phe Cys Thr Phe Val Val Thr 
100 105 HO 

Glu Leu He Leu Phe Ala Val Met Ala Tyr Asp His Phe Val Ala He 
115 120 125 

Cys Asn Pro Leu Leu Tyr Thr Val Ala He Ser Gin Lys Leu Cys Ala 
130 135 140 

Met Leu Val Val Val Leu Tyr Ala Trp Gly Val Ala Cys Ser Leu Thr 
145 150 155 160 

Leu Ala Cys Ser Ala Leu Lys Leu Ser Phe His Gly Phe Asn Thr He 
165 170 175 

Asn His Phe Phe Cys Glu Leu Ser Ser Leu He Ser Leu Ser Tyr Pro 
180 185 190 

Asp Ser Tyr Leu Ser Gin Leu Leu Leu Phe Thr Val Ala Thr Phe Asn 
195 200 205 

Glu He Ser Thr Leu Leu He He Leu Thr Ser Tyr Ala Phe He He 
210 215 220 



Val Thr Thr Leu Lys Met Pro Ser Ala Ser Gly His Arg Lys Val Phe 
225 230 235 240 



32 



Ser Thr Cys Ala Ser His Leu Thr Ala He Thr He Phe His Gly Thr 
245 250 255 

He Leu Phe Leu Tyr Cys Val Pro Asn Ser Lys Asn Ser Arg His Thr 
260 265 270 

Val Lys Val Ala Ser Val Phe Tyr Thr Val Val He Pro Leu Leu Asn 
275 280 285 

Pro Leu He Tyr Ser Leu Arg Asn Lys Asp Val Lys Asp Ala He Arg 
290 295 300 

Lys lie He Asn Thr Lys Tyr Phe His He Lys His Arg His Trp Tyr 
305 310 315 320 

Pro Phe Asn Phe Val He Glu Gin 
325 



<210> 33 

<211> 943 

<212> DNA 

<213> Homo sapiens 

<400> 33 

aatggactca gtaaatgtct ccttggtgac tgaattcctt ctagtaggat taacacatca 60 
gcctgatcgc caaatacccc tgttccttct gtttctagca atgtatctag tcactgcatt 120 
gggaaatttg ggtttgatta ttctagtttt gctaaattca catcttcaca cacccatgta 180 
ctttttcctc tttaacttgt cctttataga tttttgttat tcttctgtgt tcactccaaa 240 
aatgttgatg aacttcatat taagacagaa tgccatttcc tatatgcaat gtatgactca 300 
gctctacttc ttttgttttt ttgttgtttc tgaatgcttt gtgctgacgt caatggctta 360 
tgatcgatat gtggctatct gtaatccact tttatataat gtgatgattt cccctcaagt 420 
gtgtttaaac ctaatgattg gttcctattt gatggcattt tctgaggctg tagctctcac 480 
tgtgtgtatg ctgacattga ctttctgtga tggaaacatc aaccactact tctgtgacat 540 
ccttgctctg ttccagctct cctgctcaag cacctatgtt aataagcttg tagcttatgt 600 
catagtggtc atcaacatac ttttttctac tcctaccatc tttatctctt atggttttat 660 
cctctccagc atcttccgca taagttcctc taagggtagg tccaaagcct tcagcacctg 720 
cagctcccac ataatcgctg tttctctgtt ctttggttca ggagcatttg tgtatttcaa 780 
accctcctca cctgggtcta tggaatgggc aaaaatctct tctgtttttt ataccaatgt 840 
agttcctatg atgaatccat taatctacag cttgaaaaac aaagatgtta aaattgccct 900 
aagaaaatct ttggcaaggt ggaagatttg attggataca tat 943 



<210> 34 

<211> 309 

<212> PRT 

<213> Homo sapiens 



33 



<400> 34 

Met Asp Ser Val Asn Val Ser Leu Val Thr Glu Phe Leu Leu Val Gly 
1 1 5 10 15 

Leu Thr His Gin Pro Asp Arg Gin He Pro Leu Phe Leu Leu Phe Leu 
20 25 30 

Ala Met Tyr Leu Val Thr Ala Leu Gly Asn Leu Gly Leu He He Leu 
35 40 45 

Val Leu Leu Asn Ser His Leu His Thr Pro Met Tyr Phe Phe Leu Phe 
50 55 60 

Asn Leu Ser Phe He Asp Phe Cys Tyr Ser Ser Val Phe Thr Pro Lys 

75 80 



65 



70 



Met Leu Met Asn Phe He Leu Arg Gin Asn Ala He Ser Tyr Met Gin 
85 90 95 

Cys Met Thr Gin Leu Tyr Phe Phe Cys Phe Phe Val Val Ser Glu Cys 
100 105 HO 

Phe Val Leu Thr Ser Met Ala Tyr Asp Arg Tyr Val Ala He Cys Asn 
115 120 125 

Pro Leu Leu Tyr Asn Val Met He Ser Pro Gin Val Cys Leu Asn Leu 
130 135 140 

Met He Gly Ser Tyr Leu Met Ala Phe Ser Glu Ala Val Ala Leu Thr 
145 " ~ 150 155 160 

Val Cys Met Leu Thr Leu Thr Phe Cys Asp Gly Asn He Asn His Tyr 
165 170 175 

Phe Cys Asp He Leu Ala Leu Phe Gin Leu Ser Cys Ser Ser Thr Tyr 
180 185 190 

Val Asn Lys Leu Val Ala Tyr Val He Val Val He Asn He Leu Phe 
195 200 205 

Ser Thr Pro Thr He Phe He Ser Tyr Gly Phe He Leu Ser Ser He 
210 215 220 

Phe Arg He Ser Ser Ser Lys Gly Arg Ser Lys Ala Phe Ser Thr Cys 
225 ' 230 235 240 

Ser Ser His He He Ala Val Ser Leu Phe Phe Gly Ser Gly Ala Phe 
245 250 255 



34 



Val Tyr Phe Lys Pro Ser Ser Pro Gly Ser Met Glu Trp Ala Lys lie 
260 265 270 

Ser Ser Val Phe Tyr Thr Asn Val Val Pro Met Met Asn Pro Leu lie 
275 280 285 

Tyr Ser Leu Lys Asn Lys Asp Val Lys lie Ala Leu Arg Lys Ser Leu 

290 295 300 



Ala Arg Trp Lys lie 
305 



<210> 35 

<211> 974 

<212> DNA 

<213> Homo sapiens 

<400> 35 

attttcaatg ataagcatgc tggctggaaa tggctcttct gtgacagaat ttgtccttgc 60 
tggtttgaca gatcgtccag agctccagct gcctctcttt tacctgtttc taataatcta 120 
cataatcaca gtggtgggaa acttgggctt gatcatcctg attggcctca atcctcacct 180 
gcacaccccc atgtactatt tcctcttcaa cctctccttc attgatctct gttactcttc 240 
tgtcttcagc cccaaaatgc tgattaactt tgtctctgag aagaattcca tctcctatgc 300 
ggggtgcatg actcaactgt ttctctttct cttttttgtc atctctgaat gctacatgtt 360 
gacctcaatg gcctatgatc gctatgtggc catctgtaat ccactattgt ataaggtcac 420 
catgtcccct cagatctgtt ctgtgatatc ttttgctgcg tatgggatgg gatttgctgg 480 
atcctctgcc cacacaggct gtatgctcag actgaccttc tgcaatgtca atgtcatcaa 540 
ccattactta tgtgacattc ttcctctcct tcaactttcc tgcaccagta cctatgtcaa 600 
tgaggttgtg gttctcatag ttgtgggtat taacatcaca gttccaagct tcaccatcct 660 
catttcctat gttttcatcc ttgccaacat tctaaacatc aaatccacac aaggaagagc 720 
aaaagccttc agcacctgta gctctcacat catggcaatt tctcttttct ttggatcagc 780 
tgcatttatg tatcttaaat attcttctgg atctatggaa caaggaaaga tatcttcagt 840 
tttctacact aatgttggtc ccatgctcaa ccctctgatt tacagtttga ggaataagga 900 
tgtcaaggtg gcattaagga aatcattgat taagttcaga gaaaagacag attttaatta 960 
gaatcaataa tcct 974 



<210> 36 
<211> 317 
<212> PRT 

<213> Homo sapiens 
<400> 36 

Met He Ser Met Leu Ala Gly Asn Gly Ser Ser Val Thr Glu Phe Val 
15 10 15 



35 



Leu Ala Gly Leu Thr Asp Arg Pro Glu Leu Gin Leu Pro Leu Phe Tyr 
20 25 30 

Leu Phe Leu lie lie Tyr lie lie Thr Val Val Gly Asn Leu Gly Leu 
35 40 45 

lie lie Leu lie Gly Leu Asn Pro His Leu His Thr Pro Met Tyr Tyr 



50 



55 



60 



Phe Leu Phe Asn Leu Ser Phe lie Asp Leu Cys Tyr Ser Ser Val Phe 
65 70 75 80 

Ser Pro Lys Met Leu lie Asn Phe Val Ser Glu Lys Asn Ser lie Ser 



85 



90 



95 



Tyr Ala Gly Cys Met Thr Gin Leu Phe Leu Phe Leu Phe Phe Val He 
100 105 HO 

Ser Glu Cys Tyr Met Leu Thr Ser Met Ala Tyr Asp Arg Tyr Val Ala 
115 120 125 

lie Cys Asn Pro Leu Leu Tyr Lys Val Thr Met Ser Pro Gin lie Cys 
130 135 140 

Ser Val He Ser Phe Ala Ala Tyr Gly Met Gly Phe Ala Gly Ser Ser 

icn 155 16° 

145 150 130 

Ala His Thr Gly Cys Met Leu Arg Leu Thr Phe Cys Asn Val Asn Val 
165 170 I 75 

lie Asn His Tyr Leu Cys Asp He Leu Pro Leu Leu Gin Leu Ser Cys 
180 185 190 



r Thr Tyr Val Asn Glu Val Val Val Leu He Val Val Gly He 

200 205 



Thr Ser Thr Ty 
195 



Asn lie Thr Val Pro Ser Phe Thr He Leu He Ser Tyr Val Phe He 
210 215 220 

Leu Ala Asn He Leu Asn He Lys Ser Thr Gin Gly Arg Ala Lys Ala 

235 240 



225 



230 



Phe Ser Thr Cys Ser Ser His He Met Ala He Ser Leu Phe Phe Gly 
245 250 255 



Ser 



Ala Ala Phe Met Tyr Leu Lys Tyr Ser Ser Gly Ser Met Glu Gin 



260 



265 



270 



36 



Gly Lys lie Ser Ser Val Phe Tyr Thr Asn Val Gly Pro Met Leu Asn 
275 280 285 



Pro Leu He Tyr Ser Leu Arg Asn Lys Asp Val Lys Val Ala Leu Arg 
290 295 300 

Lys Ser Leu He Lys Phe Arg Glu Lys Thr Asp Phe Asn 
305 310 315 



<210> 37 

<211> 1047 

<212> DNA 

<213> Homo sapiens 

<400> 37 

tatatgtaat atggaaagga ccaacgattc cacgtcgaca gaatttttcc tggtagggct 60 

ttctgcccac ccaaagctcc agacagtttt cttcgttcta attttgtgga tgtacctgat 120 

gatcctgctt ggaaatggag tccttatctc agttatcatc tttgattctc acctgcacac 180 

ccccatgtat ttcttcctct gtaatctttc cttcctcgac gtttgctaca caagttcctc 240 

tgtcccacta attcttgcca gctttctggc agtaaagaaa aaggtttcct tctctgggtg 300 

tatggtgcaa atgtttattt cttttgccat gggggccacg gagtgcatga tcttaggcac 360 

gatggcactg gaccgctatg tggccatctg ctacccactg agataccctg tcatcatgag 420 

caagggtgcc tatgtggcca tggcagctgg gtcctgggtc actgggcttg tggactcagt 480 

agtgcagaca gcttttgcaa tgcagttacc attctgtgct aataatgtca ttaaacattt 540 

tgtctgtgaa attctggcta tcttgaaact ggcctgtgct gatatttcaa tcaatgtgat 600 

tagtatgaca gggtcgaatc tgattgttct ggttattcca ttgttagtaa tttccatctc 660 

ttacatattt attgttgcca ctattctgag gattccttcc actgaaggaa aacataaggc 720 

cttctccacc tgctcagccc acctgacagt ggtgattata ttctatggaa ccatcttctt 780 

catgtacgca aagcctgagt ctaaagcctc tgttgattca ggtaatgaag acatcattga 840 

ggccctcatc tcccttttct atggagtgat gactcccatg cttaatcctc tcatctatag 900 

tctgcgaaac aaggatgtaa aggctgctgt caaaaacata ctgtgtagga aaaacttttc 960 

tgatggaaaa tgaatactga tttatactac atgacttaat attcaatgct gctgcagaca 1020 

taaaattcag aaagataaaa ttaccat 1047 



<210> 38 
<211> 320 
<212> PRT 

<213> Homo sapiens 
<400> 38 

Met Glu Arg Thr Asn Asp Ser Thr Ser Thr Glu Phe Phe Leu Val Gly 
15 10 15 

Leu Ser Ala His Pro Lys Leu Gin Thr Val Phe Phe Val Leu He Leu 
20 25 30 



37 



Trp Met Tyr Leu Met He Leu Leu Gly Asn Gly Val Leu lie Ser Val 
35 40 45 

lie lie Phe Asp Ser His Leu His Thr Pro Met Tyr Phe Phe Leu Cys 
50 55 60 

Asn Leu Ser Phe Leu Asp Val Cys Tyr Thr Ser Ser Ser Val Pro Leu 
65 70 75 80 

lie Leu Ala Ser Phe Leu Ala Val Lys Lys Lys Val Ser Phe Ser Gly 



85 



90 



95 



Cys Met Val Gin Met Phe lie Ser Phe Ala Met Gly Ala Thr Glu Cys 
100 105 HO 



Met 



lie Leu Gly Thr Met Ala Leu Asp Arg Tyr Val Ala He Cys Tyr 



125 



115 120 
Pro Leu Arg Tyr Pro Val He Met Ser Lys Gly Ala Tyr Val Ala Met 



130 



135 



140 



Ala Ala Gly Ser Trp Val Thr Gly Leu Val Asp Ser Val Val Gin Thr 
145 150 155 

Ala Phe Ala Met Gin Leu Pro Phe Cys Ala Asn Asn Val lie Lys His 



165 



170 



175 



Phe Val Cys Glu lie Leu Ala lie Leu Lys Leu Ala Cys Ala Asp He 
180 185 190 

Ser lie Asn Val He Ser Met Thr Gly Ser Asn Leu He Val Leu Val 
195 200 205 

lie Pro Leu Leu Val He Ser He Ser Tyr He Phe He Val Ala Thr 
210 215 220 

He Leu Arg lie Pro Ser Thr Glu Gly Lys His Lys Ala Phe Ser Thr 
225 230 235 240 

Ala His Leu Thr Val Val He He Phe Tyr Gly Thr He Phe 



Cys Ser 



255 



245 250 
Phe Met Tyr Ala Lys Pro Glu Ser Lys Ala Ser Val Asp Ser Gly Asn 



260 



265 



270 



Glu Asp lie lie Glu Ala Leu lie Ser Leu Phe Tyr Gly Val Met Thr 

280 285 



275 
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Pro Met Leu Asn Pro Leu lie Tyr Ser Leu Arg Asn Lys Asp Val Lys 
290 295 300 

Ala Ala Val Lys Asn lie Leu Cys Arg Lys Asn Phe Ser Asp Gly Lys 
305 310 315 320 



<210> 39 

<211> 973 

<212> DNA 

<213> Homo sapiens 

<400> 39 

tatatgtaat atggaaagga ccaacgattc cacgtcgata gaatttttcc tggtagggct 60 
ttctgaccac ccaaagctcc agacagtttt cttcgttcta attttgtgga tgtacctgat 120 
gatcctgctt ggaaatggag tccttatctc agttatcatc tttgattctc acctgcacac 180 
ccccatgtat ttcttcctct gtaatctttc cttcctcgac gtttgctaca caagttcctc 240 
tgtcccacta attcttgcca gctttctggc agtaaagaaa aaggtttcct tctctgggtg 300 
tatggtgcaa atgtttattt cttttgccat gggggccacg gagtgcatga tcttaggcac 360 
gatggcactg gaccgccatg tggccatctg ctacccactg agataccctg tcatcatgag 420 
caagggtgcc tatgtggcca tggcagctgg gtcctgggtc actgggcttg tggactcagt 480 
agtgcagaca gcttttgcaa tgcagttacc attctgtgct aataatgtca tcaaacattt 540 
tgtctgtgaa attctggcta tcttgaaact ggcctgtgct gatatttcaa tcaatgtgat 600 
tagtatgaca gggtcgaatc tgattgttct ggttattcca ttgttagtaa tttccatctc 660 
ttacatattt attgttgcca ctattctgag gattccttcc actgaaggaa aacataaggc 720 
cttctccacc tgctcagccc acctgacagt ggtgattata ttctatggaa ccatcctctt 780 
catgtacgca aagcctgagt ctaaagcctc tgttgattca ggtaatgaag acatcattga 840 
ggccctcatc tcccttttct atggagtgat gacccccatg cttaatcctc tcatctatag 900 
tctgcgaaac aaggatgtaa aggctgctgt caaaaacata ctgtgtagga aaaacttttc 960 
tgatggaaaa tga 973 



<210> 40 
<211> 320 
<212> PRT 

<213> Homo sapiens 
<400> 40 

Met Glu Arg Thr Asn Asp Ser Thr Ser He Glu Phe Phe Leu Val Gly 
15 10 15 

Leu Ser Asp His Pro Lys Leu Gin Thr Val Phe Phe Val Leu He Leu 
20 25 30 

Trp Met Tyr Leu Met He Leu Leu Gly Asn Gly Val Leu He Ser Val 



39 



35 



40 



45 



He He Phe Asp Ser His Leu His Thr Pro Met Tyr Phe Phe Leu Cys 
50 55 60 

Asn Leu Ser Phe Leu Asp Val Cys Tyr Thr Ser Ser Ser Val Pro Leu 
65 70 75 80 

lie Leu Ala Ser Phe Leu Ala Val Lys Lys Lys Val Ser Phe Ser Gly 
85 90 95 

Cys Met Val Gin Met Phe He Ser Phe Ala Met Gly Ala Thr Glu Cys 
100 105 HO 

Met He Leu Gly Thr Met Ala Leu Asp Arg His Val Ala He Cys Tyr 
115 120 125 

Pro Leu Arg Tyr Pro Val He Met Ser Lys Gly Ala Tyr Val Ala Met 
130 135 140 

Ala Ala Gly Ser Trp Val Thr Gly Leu Val Asp Ser Val Val Gin Thr 
145 ' 150 155 160 

Ala Phe Ala Met Gin Leu Pro Phe Cys Ala Asn Asn Val He Lys His 
165 170 175 

Phe Val Cys Glu He Leu Ala He Leu Lys Leu Ala Cys Ala Asp He 
180 185 190 

Ser He Asn Val He Ser Met Thr Gly Ser Asn Leu He Val Leu Val 
195 200 205 

He Pro Leu Leu Val He Ser He Ser Tyr He Phe He Val Ala Thr 
210 215 220 

He Leu Arg He Pro Ser Thr Glu Gly Lys His Lys Ala Phe Ser Thr 
225 230 235 240 

Cys Ser Ala His Leu Thr Val Val He He Phe Tyr Gly Thr He Leu 
245 250 255 



Phe Met Tyr Ala Lys Pro Glu Ser Lys Ala Ser Val Asp Ser Gly Asn 
260 265 270 

Glu Asp He He Glu Ala Leu lie Ser Leu Phe Tyr Gly Val Met Thr 
275 280 285 

Pro Met Leu Asn Pro Leu He Tyr Ser Leu Arg Asn Lys Asp Val Lys 



40 



290 



295 



300 



Ala Ala Val Lys Asn lie Leu Cys Arg Lys Asn Phe Ser Asp Gly Lys 

-ai n 315 320 

305 310 J 



41 



